Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.004 Å; R factor = 0.064; wR factor = 0.171; data-to-parameter ratio = 12.3.
The title Schiff base compound, C 18 H 13 NO 2 , is a zwitterion, with the naphthol hydroxy group deprotonated and the imine N atom protonated. It adopts an E configuration about the central C N double bond. The dihedral angle between the naphthyl ring system and the benzene ring is 1. 73 (11) . An intramolecular N-HÁ Á ÁO hydrogen bond generates an S(6) ring motif. In the crystal, adjacent molecules are connected by intermolecular C-HÁ Á ÁO hydrogen bonds, forming a supramolecular ribbon along the b axis.
Related literature
For details and applications of condensation reactions, see: Alsalim et al. (2010) ; Wadher et al. (2009); Abou-Melha & Faruk (2008) ; Sondhi et al. (2006) . For hydrogen-bond motifs, see: Bernstein et al. (1995) . Table 1 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009 (Alsalim et al., 2010) . Schiff bases are a class of important compounds in the medicinal and pharmaceutical fields. They exhibit biological properties, including antibacterial, antifungal (Wadher et al., 2009; Abou-Melha & Faruk, 2008) , anticancer, herbicidal (Wadher et al., 2009) , anti-inflammatory, analgesic and kinase inhibitory activities (Sondhi et al., 2006) .
Experimental
The asymmetric unit of the title compound is shown in Fig. 1 . The molecule is a zwitterion in the crystal, with the naphthol hydroxy group deprotonated and the imine N atom protonated. It adopts an E configuration about the central C11═N1 double bond [1.329 (3) Å] with the torsion angle C10-C11-N1-C12 = -179.4 (3)°. The dihedral angle between the naphthyl (C1-C10) ring system and the benzene (C12-C17) ring is 1.73 (11)°.
In the crystal structure ( Fig. 2) , an intramolecular N1-H1N1···O1 hydrogen bonding generates an S(6) ring motif (Bernstein et al., 1995) . Furthermore, the adjacent molecules are connected by intermolecular C8-H7···O2 and C17-H17A···O2 (Table 1) Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
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